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• u<=yt|@}~��~�M��;�=������A�J����
:T�����;�?������A���DE�BCDE��;�;
�Q�&������� ¡�¢£¤v�{¥��

• uBCDEyt¦:�§:T�¨�M|@;4©�%ª«�4©�¬
4�®¯°4����±²³�§´;DE��µtTSI�LIM�SC�
VP� SIM �CLIG ���

• u?@yt¶�·¸(�¹)º¥M��$%&;�z»�u·¸º¥M��

�;$%&A?¼»J�z�½@³�¾Sy»J¿�u�¹>ÀÁyA
�����
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uBCDEy;vÃ

• Ä�ÅÆ$%&'(»�Çº¥�ÈÉÊ:(Enterobacteriaceae) ;<

=�Ëvº¥��

• ÌÍ�ÎÏÐÑÒÓ?@ÔÕÖ¤?@�Ëvº¥�¤�:×�ØÙ
M��Ú?@¤���§´�BCDE;Ûv¤ÜÝ»J��

• Þ§�BCDE»ß?@àá�âãßJ¿�äåÖæz{ßBCDE
� v³�çè¤J��

• 1996 /�ef�§ CLIG éêDE� EHEC O157 vA�M»��ë�
Escherichia coli ;BCDEA�Mìv»J¿�º{� Cellobiose f
®á¤BC»í�î¼;BCDE»J��Az{�Vibrio vulnificus

��;<=�ßïvº¥���NaCl ;ðñ¤ÜÝ�

ÈÉÊ:A�;�;567849:

rr  ÈÉÊ:(Enterobacteriaceae) A��ò·»@xº¥�:ó»J

¿�uÈÉ�%ô³�:óy�õö³�K�»�����;:ó�
�÷ø:A�MùÝ�:×¤úÞ¥M���

• 234(û4ü34);567849:�

• ýþ4;ÿþ�Ø�¬4�ì³�ß;A�ÿþ�!§"¬4�
#º��:×(Klebsiella spp. �Shigella spp. ��)¤J��

• $l%&�f®³���'(f®:; Pseudomonas aeruginosa�

• )Ô*+\,�-�84»J¿�./0�1./�23³��
(µ4tPlesiomonas shigelloides �)Ô*+\,54)
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TSI éêDE
(Triple Sugar Iron agar)

rr  ÈÉÊ:��;<=>?@���M LIM�SC ��AÛL�7vº¥�
BCDE

• XDE»�89Y» GLU ;f®A H2S :%A gas ;:%�;æY»
LAC>SUC ;f®�±²³��

• ÈÉÊ:����<ª=¯:%4� TSI »@xº¥��

• ÈÉÊ:� GLU f®4;§´�89Y�>� A(acidic;/4) A��;�
?��N(neutral;@Aª) �ÈÉÊ:»����(K;alkaline:k[jB4)

rTSI »;CD;·¸µt

rrrrK/AG, E (FG�� Salmonella sp.)

rrrrA/AG, FG �FG�� E. coli)

rrrrK/A, Frr(FG�� Shigella sp.)

LIM DE
(Lysine Indole Motility medium)

• XDE»��B`HIj[JÔ*6\,:%4�nHl\[:
%4�¬4�±²³��

• B`H¤K�:;B`HIj[JÔ*6\,�Ø¿LM/º¥
§CD»í�j+NBH�Ø¿ pH ¤OP�DEQR¤ST�

Aª³��

• TSI éêDEAUVãKL��A�Ø¿ Salmonella spp. A
Citrobacter spp. �Shigella spp. AEscherichia coli ;<=�

�����
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SIM DE
(Sulfide Indole Motility medium)

• XDE»��<ª=¯:%4�nHl\[:%4� IPA �¬4�
±²³��

• XDE»�{¥�<ª=¯:%� TSI éê;CDA?¼»��âã
¤J��

• IPA XY� Proteus spp. � Morganella spp. �Providencia

spp.  ¤54»��;ÈÉÊ:�84�#³�

SC DE
(Simmon’s Citrate agar)

• XDE��K�:¤Z¯[A�MkH\i%70;V;]Íò»�
h^H/_ÖB%7��î¼;M¯[A�Mïv»í�z�`z�
BC³��

• ¼a� Salmonella spp.�Citrobacter spp.�Klebsiella spp.�
Enterobacter spp.�Providencia spp. �54»J¿�E. coli�
Shigella spp. �84�#³�
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VP DE
(Voges-Proskauer medium)

• Klebsiella spp� Enterobacter spp.�Serratia spp.(�Kc�KES)

��;<=�v���

• XDE» acetoin (acetylmethylcarbinol) ¤deº¥¥f VP 54»
J��VP 54T; ë� MR(Methyl Red) test 84»J��

rrrrrrrrrrrrrrrrrrrrrrrrrrghï¼��.i Ê:DE«jkl"mno FòpØ¿

CLIG éêDE
(Cellobiose Lactose Indole !-D-Glucuronidase agar)

rr rÈqrs4tÈ:(Enterohemorrhagic Escherichia colitEHEC) O157 ;
�uvµw�xyz{;Ýz�Ø¿�¶]; LIG éêDE� Cellobiose �{ñ
�§DE�SIB|CLIG � EHEC O157 ;'}�~³��

• |�tû>�E. coli �XDE» K/A�E�E(;æ/89�Indole�MUG *) A�
�¤�EHEC O157 »� K/A�E�F A���   *; MUG: 4-Methylumbelliferyl-!-D-
glucuronide ;�·

• EHEC O157 A?¡� Sorbitol 84�#³ E. hermannii � � O157 s����
³�§´�EHEC O157 AÚCº¥�¤�XDE»� A/A�E�FGA��§´�
<=¤�Ó»J��

rrr (;æ/89�indole�MUG) ;��;·¸�¨�M

rrr A � /(acidic)�K � k[jBª(alkaline) � Indole � E or FG�·¸��
MUG � 365nmrUV ��ò»�T��� E A·¸³�����TSI A���
¿�CLIG »�r89Y¤ N(@Aªtneutral)A��âã¤�����Lactose

(f®�Þ§��f®�
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ÈÉÊ:BCvDE

TSIDE LIMDE SCDE VPDE SIMDE
Salmonella sp. E. coli K.  pneumoniae E. cloacae K.  pneumoniae E. coli K.  pneumoniaeC.  freundii P.  mirabilis E. coli

K/AG,H2SE A/AG LYS:E LYS:� CIT:E CIT:� VP:E VP:� IPA:E Indole:�IPA:� Indole:E

Species LAC SUC Gas(GLU) H2S LYS IND CIT VP PDA(IPA) MOT

Citrobacter freundii 78 89 89 78 0 33 78 0 0 89

Enterobacter cloacae 93 97 100 0 0 0 100 100 0 95

Escherichia coli 95 50 95 1 90 98 1 0 0 95

Klebsiella pneumoniae 98 99 97 0 98 0 98 98 0 0

Proteus mirabilis 2 15 96 98 0 2 65 50 98 95

Salmonella Group I most serotypes 1 1 96 95 98 1 95 0 0 95

Manual of Clinical Microbiology(ASM 9’ Ed.) Ø¿

Èqrs4tÈ: O157 A��ÈÉÊ:

r�;����%�û��·¸º
¥§ CLIG éêDE»�O��û

>��e�ò�S4���ò»J
��
r�z{�X~¤ O157���z
{ O121�O111�O26 »J¿�

�"¥ßN��¯:%4tÈ:»
J��
rÞ§��z{�X~A�X~�
N��¯�:%���tÈ:��
��]�g%å��z{�X~�
xw��f�f O157AÚCº¥
§ E. hermannii »J�¤�CLIG

éêDE»�e�� =»í��
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:×;?@�¨�M

rru?@yA��¶�;�u�;:×A?¼»J�zy�½@
³�¾S»J¿��¹>ÀÁ;¾SA�����

• ?@�K�º¥�:T�¢D£»J��A¤¤¥

• ¦�\§a\Ö�Ø�?@t¨×;©ª«�^i¬k[�·¸
º¥M���

• HI?@t�Kc�ÒÓ?@ÔÕÖ�ÎÏÐ�vº¥�
ßÙAß ëËvº¥M���

• DDH �Ø�?@

rr��»�u¦�\§a\ÖyAuHI?@y�¨�M®±³
��

u¦�\§a\Öy;|¯A°±

•  }~;�-�v���âã�®²���³�Ñ³ë�³´
¤�Ó»J��

• 54µ¤¶¿�ëu0%y�Þ§�u100%y�·��-»J

¥f�¸v���¹º»í��

• Ì¸��u54y�u84y;�»±� 90% �è@³�;»

�¼�»��âã¤½�ë���

• A¿K��µ4��4©�#³T�?�M�?Y»í���
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uHI?@y;|¯A°±

• ¦�\§a\Ö»�@¿º¥M�Þ�µ4��4©�#³T�
ß?Yàá�

• 54µÀ(data base)¤¼��TH;qÁ»Â{¥§ß;»J¥
f�¹º4�8��

• Ëv³� data base ;��Ã��³³�ÜÝ¤J�¤�ÒÓ?
@ÔÕÖÑÎÏÐ»� data base �e#�M���z�Ä~
Å� data base »J��A¤½�ë���

• ÆÇ¸:×»�?@ÄáA��¤�data ;ÈÉA�M;°v�
àá�

• �����»Â{¥§ data base ;Êv�¹º4¤Ë��

ÄÝÈÉÊ:;®�4©

r�·�ÄÝ�ÈÉÊ
:;®�;4©�#�
§ß;»�>vBCD
E»±²àá�}~�
ÌÍ�§�

iÎGÅÆ'(Ïk 22 $%&«
|ÅÆ$%&«(1999)
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JOURNAL OF CLINICAL MICROBIOLOGY, May 1986, p. 869-872

JOURNAL OF CLINICAL MICROBIOLOGY, May 1986, p. 869-872
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JOURNAL OF CLINICAL MICROBIOLOGY, May 1986, p. 869-872

rrr NSF ; ë� Pseudomonas spp. Ñ Proteus spp. ��; IPA(PDA) 54:ó»

        J��A¤e{z�º¥§�

JOURNAL OF CLINICAL MICROBIOLOGY, Oct. 1988, p. 2006-2012
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EHEC O157 A�:A;<=±

EHEC O157�'û>; E. coli�

• Sorbitol 84�'95% 54�

• !-Glucuronidase 84('95%�

• � O157 s����

E. coli Ò4»ÓÔA��:×

• Õ E. hermannii�QM84��
r Proteus/Morganella spp.��
ÕGIPA(PDA) �±² ÕGSIB

• Õ E. hermannii�QM84�
ÕCellobiose �±²

• Õ E. hermannii�Ö×XY�
ÕGCellobiose �±²(CLIG)

Manual of Clinical Microbiology(ASM 9’th Ed.)
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¤r; ASM ;À�HI?@v�«íØÙ§.xls

SIB A CLIG �Ø� EHEC O157 ;'}

• EHEC O157 � 1996 /;�uvµ; fÒÚ�ÛßùÝ�s�ó»J¿��;s�GA�M� O157:H7

A O157:HFG¤ ë�Ü´��
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>vBCDE�Ø� E. coli ;<=

Data base A�M;

u54µÀy;ÝÞ

• �À� 1990/;ßàá���
� EHEC O157 ;�uvµÒ

â�1996 /� f�§�uv

µ�ã�Þ»�xä:;'(�
�tí�åæ�çÙ§�

• �¥� }~�K§ÙMe��
54µ�0%�100 %�¤·¸º

¥M�§�A�Ø��

rrrr(¤r; Ratnam �Ø��)
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Sorbitol!Rhamnose MacConkey for EHEC O157

CT-SMAC, CT-RMAC ���� EHEC O157, O26
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Salmonella spp.G;BCDE�Ø�<=

è  ¡��ÇDE¤J��Az{éê:�ë�M�ë
ì��GSalmonella spp.G;<=��Ó»J��

è �§¤ÙM>v;BCDE�Ëv³��A�Ø¿�
tí�ÚC�í�{¥�AîÙ{¥��

è Òò���;îÙ��µ#�MV§��

Salmonella spp. ;<=
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éê:;?@���ïð��;z

è 1>'(»;'rñò¤Ë��

è ÎÏ�ÒÓ?@ÔÕÖ»�¬4;±²¤»í�
��

è ¬4�#º��GEscherichia coli (inactive)G¤�

{¥��

è óô«���GE. coli AîÙ{¥��s�;Ëv��

õö¤ÜÝ»J��

è Ì©»� PCR ÷�»�øðA³�õ�ßJ��

éê:AÚ?@º¥§vµ
÷ø$%&'rùú2003_09 z{

• vµ1. Escherichia coli inactiveûShigella sonnei

• vµ2. Escherichia coliûShigella boydii

• vµ3. Morganella morganiiûShigella flexneri

• vµ4. Escherichia coliûShigella flexneri

• vµ5. Escherichia coliûShigella boydii

• vµ6. Morganella morganiiûShigella sonnei



!¡

vµ 1. E. coli inactiveûS. sonnei

ÅÆ'(�%%%%%%%%%%%%%%%%E);üâ

• ÎÏÐ»;?@tS. sonnei

• TSI, LIM, Oxidase, IPA, SC, VP,

Ornt�"¥ß S. sonnei�`@L"

• ?@ÔÕÖatS. sonneiÞ§�  E.

coli

• ýþs�tS. sonnei 2 ÿ�|���

• !ã�@»S. sonnei A�§

• SS, DHLt@T"#T1~2 mm;
��

• TSI, LIM, OxidasetS. sonnei �
`@L"

• ?@ÔÕÖbt?@Äá(Orn, Sor)

• óô$tShigella spp. �`@�

• ?@ÔÕÖc�?@ÔÕÖd t
Shigella spp. �`@

• ?@ÔÕÖetE. coli inactive

%tE. coliA S. sonnei ;<=t

Ind, Mot, Gas, Orn, Sor, ACE, MUC

vµ 2. E. coliûS. boydii

ÅÆ'(�%%%%%%%%%%%%%%%%E);üâ

• ?@ÔÕÖtS. boydii

• BCDEtËvL"

• éê&'s����

• ÒOz{?@ÔÕÖ�Ø�:Á
uS. boydii y»ú(

• TSIt½); Gas :%(K/AG,-)�
LIMt��Indt*54�*�¬4�
BC�LDC�84�Xyloset54�
ACEt54

• &'s�tC +�boydii 2�róô
$(invE)t84

• ?@ÔÕÖbtE. coli

%tBCDE�Ø�¼,<=�ðñ<=

¤Æ¸ç»JÙ§§´;Ú?@�E)
Ø¿;ä-HÖ�
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vµ 3. M. morganiiûS. flexneri

ÅÆ'(�%%%%%%%%%%%%%%%%E);üâ

• SSt@T��

• SIMt*¬4

• ?@ÔÕÖetOrn�UR�PDAt

QM¤84

• éê&'s�tB +���

• LIMt¬4�¼.D£�

• ?@ÔÕÖa�?@ÔÕÖbtrA
ß� M. morganii

• ?@ÔÕÖet/@»�01;2
×3�Ø�2×¤4¼»�zÙ§
A5K¥��

%tÊ:;�:×�?@�%ª«4
©»A��ø6¤ö�º¥M�{
"�s�XY»?@�M�Þ��
ÔÕÖ;õößÄ7�»JÙ§�
�E)ä-HÖ�

vµ 4. E. coliûS.  flexneri

ÅÆ'(�rrrrrrrrrrrrrrrrrE);üâ

• ÎÏÐtéê:

• ?@ÔÕÖ 1téê:

• ?@ÔÕÖ 2téê:

• éê&'s� B +t��

• G8G�ó(3)4 t�"¥ß��

rrÒOz{ S. flexneri Aú(

• TSI t$); Gas :%

• LIM t*�¬4

• ACE� MUC tAß�54

• Bó&'s�t*��

• óô$tinvE�ipaH9:�84

%tGas :%�¬4��;X��BC

¤�º¥M��zÙ§
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vµ 5. E. coliûS. boydii

ÅÆ'(�rrrrrrrrrrrrrrE);üâ

• ?@ÔÕÖtéê:

• éê&'s�t��

• BCDEtÄËv

• TSItK"z� Gas :%

• LIMt$*¬4

• ACE� MUC tAß�54

• B +�C +tAß���

• óô$tinvE�ipaHt:�84

%tvµ 4 A?¡�;X��4©B
C¤�º¥"�&'s�;|�¤
<=º¥M���

vµ 6. M. morganiiûS. sonnei

ÅÆ'(�%%%%%%%%%%%E);üâ

• ?@ÔÕÖtS. sonnei

• s�tD +;V¸ç

• TSItMorganella ��{¥�>;æY
¤?A�M����

• TSI�LIMtAß�éê:�`@³�
Ø�����#º���

• s�t D +s����³�¤pÿ�
�Ø@AÿAß�������

%tvµ 4"� tBC��z{ÎÏÐ�
?@ÔÕÖ�D¥M��� ë�E�
�;V� �BCDEF;;X�¢G
¤H{¥M�{"IH��;'(�
JÙM����éê:?@;K-¤�
ë�&'vs�;�³ÄL»J¿�Þ
§MNA�MOP±H;ËºßJ�A
5K¥��
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"17#1XÅÆ$%&«-!-¼aQÔz{

�RåS\T;Sn]Uå�ÎV�M�¿Þ³��
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~r�

r÷ø%&'rùú(2003.9, 2005.4)�ÒÓ?@ÔÕÖÑ
ÎÏÐ�Ø¿E. coli,  E. hermannii,  Morganella spp.

� Shigella spp. AÚ?@�§vµ¤ú(º¥M���

rÞ§>vº¥�BCDE»�%ª«4©;BC¤øð
�âãßJ��
rÛ#��¥{;:×�¨�M Shigella spp. W;Ú?@
�#í³�¢£A�MX/0ïvá,  !-galactosidase, !-

glucuronidase �¨�M'Y�§;»ú(³��

�r�

% E. coli,  E. coli inactive,  Morganella spp.,  E. hermannii �
�� Shigella spp. A<=³���A�M�Òò;'Y�JÙ

§�

1.  E. coli, E. coli inactive A;<=��X/0DE»;fZ(X/0
ïvá)� 90%

*
, 40%

*
�Shigella spp. »� 0"¾%

*
»J���;

�Az{vw[PX/0DE�X/_ÖB%7{ñ*\H\>h
^H/DE»;]^'Y�º{�K�:TH�ðñ��X/kH
\%i%7{ñ*\H\>h^H/DE;'Y�JÙ§�

2. Shigella spp. ;!- D-glucuronidase �84A³�ú(¤J�
¤�iÎ_=`abcAÊ:4_T�(ghï¼d)�Ø¥f�
S. sonnei  ;!-D- glucuronidase � 99.8%¤54Aº¥M�
����» , CLIGéêDE�Ø¿!-glucuronidase ;BC�JÙ
§�Þ§�?«·¸; S. sonnei  ; !-galactosidase °4�±

²³�~�»h�\j[ÖäB¦e\7éê�v�§&
%                %%; Manual of Clinical Microbiology 8’th Ed.(ASM)
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'Y�K��§DE

1. vw[PX/0DE(ACE)

2. X/_ÖB%7{ñ*\H\>h^H/0DE
rrrrrrrrrrrrrrrr(SC-ACE1)

3. X/kH\i%7{ñ*\H\>h^H/0DE
rrrrrrrrrrrrrrrr              (SC-ACE2)

4. CLIGéêDE
5. TSIéêDE
6. LIMDE
7. SIMDE(1/2fò��)

8. h�\j[ÖäB¦e\7éê(MERCK)

K��§DE;Uq p

Îg[PX/0DE ( /L)

BH/m=¯kH\i%7 1.0g

BH/¼=¯jB%7rr 1.0g

X/_ÖB%7rrrrr 2.0g

</^5_*%7rrrr 0.5g

0ª_ÖB%7rrrrr 5.0g

$�7§\\[$[\rr 0.024g

éêhrrrrrrrr   15.0g

pH6.8±0.1

h�\j[ÖäB¦e\7éê ( /L)

i]ÖHrrrrrr       r   3.0g

0ª_ÖB%7rrrr          5.0g

BH/m=¯_ÖB%7rr  2.2g

BH/=¯m_ÖB%7r      2.7g

j[kH/_ÖB%7r   r   1.0g

ÖB]Ö¦lHrrrrr      1.0g

m[kÖ\[rrrrr   r   1.0g

S\`Ö\[7rrrrrr    0.15g

fT;nrrrr rrr  r   0.4g

éêrrrrrrrrrr    10.0g

pH 6.8±0.2
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SC-ACE1

r*\H\h^H/DE�X/_ÖB%7� 2.0g/L �{ñ�

SC-ACE2

r*\H\h^H/DE�X/kH\i%7� 2.0g/L �{ñ�

K��§DE;Uq A

* 1)tÎg[PX/0DE�X/_ÖB%7{ñ*\H\>h^H/0DE�
r �Ø@X/kH\i%7{ñ*\H\>h^H/0DE�ñop³q121r
r 15��8st:q���A�§�

* 2)th�\j[ÖäB¦e\7éê�u@;���v�¾q�§�

K�:×

S. dysenteriae ATCC13313(Aó),   

S. flexneri ATCC12022(Bó)

S. boydii ATCC9290(Có),   S. sonnei ATCC9207(Dó)

E. coli ATCC25922, Morganella morganii ATCC25830

rÅÆ�ÇT
S. flexneri(Bó) 10T, S. boydii(Có)  2T, 

S. sonnei (Dó)38T, E. coli 17T, 

BTB éêDE�fZ�§��z{ CLIG éêDE

�úwBCDE�>�û¿2×��X/0{ñ��
�x�D£�35r�48 w�Þ»±²�§�
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CLIG

;æ/89 MUG%

LIM

Lys

SIM

Mot Ind

ACE SC-ACE1

Growth Growth

Aó ATCC13313 K/N � � � � � �

K/N �Bó ATCC12022 � � � � �

K/N �Có ATCC9290 � � � � �

K/N �Dó ATCC9207 � � � � �

K/A EE. coli ATCC25922 E E E w w

E. coli ATCC35150 K/A � E E E � �

]^'YCD

E. hermannii A/A � � E E NT NT

%; MUG; !-glucuronidase 54;âã�365 nm UV ��ò»�T��

M.  morganii ATCC25830 K/A � � E E � �

CLIG

;æ/89 MUG*

LIM

Lys

SIM

Mot Ind

SC-ACE1SC-ACE2

Growth Growth

Aó ATCC13313 K/N � � � � � �

K/N �Bó ATCC12022 � � � � �

K/N �Có ATCC9290 � � � � �

K/N �Dó ATCC9207 � � � � �

K/A EE. coli ATCC25922 E E E w E

E. coli ATCC35150 K/A � E E E � F

E. hermannii A/A � � E E NT E

M. morganii ATCC25830 K/A � � E E � F

C D 1

*; MUG; !-glucuronidase 54;âã�365 nm UV ��ò»�T��
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C D 2

Bó

Có

Dó

E. coli

CLIG

K/N MUG*F

LIM

Lys�

SIM

Mot� Ind�

SC-ACE1 SC-ACE2

GrowthE GrowthE
:TH

10

2

38

16

10/10 1/10 10/10 10/10 10/10 0/10 0/10

2/2 1/2 2/2 2/2 1/2 0/2 0/2

38/38 35/38 38/38 38/38 38/38 0/38 0/38

N.TN.T N.T N.T N.T N.T 16/16

*; MUG;4-Methylumbelliferyl-!-D-glucuronide

 !-glucuronidase ;��;n»�54;âã�
 365 nm UV ��ò»�T���f³��

Organism Ind LYS MOT Gas(Glu)LAC SUC PAD CEL ACE UR MUC

S. dysenteriae 45 0 0 0 0 0 0 0 0 0 0

S. flexneri 50 0 0 3 1 1 0 0 8 0 0

S. boydii 25 0 0 0 1 0 0 0 0 0 0

S. sonnei 0 0 0 0 2 1 0 5 0 0 10

E. coli 98 90 95 95 95 50 0 2 90 1 95

E. coli  inactive 80 40 5 5 25 15 0 2 40 1 30

E. hermannii 99 6 99 97 45 45 0 97 78 0 97

M. morganii 95 1 95 90 1 0 95 0 0 95 7

¨:×;4©%

*; Manual of Clinical Microbiology 8’th Ed.(ASM)
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Shigella spp. ;%ª«�4©
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Fig.1 X/0DEO; E. coli A Shigella spp. ;D£��

E. coli

S. dysenteriae

S. flexneri

S. boydii

S. sonnei

K. pneumoniae K. pneumoniae
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Fig.2 X/0DE;D£��(E. coli)

SC-ACE2SC-ACE1

Fig.3 CLIGéêDE;D£��(UV��)

1y4; S. sonnei, 5; S. flexneri

1 2 3 4 5
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Fig.4 h�\j[ÖäB¦e\7éêO;
 rr E. coli A Shigella spp. ;����

  S. flexneri ATCC 12011  S. sonnei ATCC9207

S. dysenteriae ATCC13313 S. boydii ATCC9290      E. coli ATCC25922

 S. sonnei

CD;ÞA´

1. X/kH\i%7{ñ*\H\>h^H/DE»�
rK��§ E. coli 16 T�QMfZ� Shiglla spp. ;

rfZ�C´{¥�zÙ§�X/_ÖB%7{ñ*\
rH\>h^H/0DE(SC-ACE1)�D£ 24 w�»�
r E. coli ;fZ¤*zÙ§¤�X/kH\i%7{ñ
r*\H\>h^H/0DE(SC-ACE2)�D£ 24 w�
r»K��§ E. coli ;QM¤fZ�§�
2. S. sonnei �K� 38 TT 35 T¤ CLIG éêDEO»
r!-glucuronidase 54�#�§�
3. E. coli A S. sonnei �h�\j[ÖäB¦e\7éê

rO»¹z;T[�#�§�
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• Shigella spp. �{�âã�ÎÏÐÑ?@ÔÕÖ»½@râ�

��>vBCDEÒ4�X/0ïvá�-¤/|º¥�¤�q
«·¸;X/0DE»��ë�*\H\>h^H/0DE�X
/kH\i%7�{ñ�§DE¤}2�CD»JÙ§�

• Morganella spp. �ÚC���§´�� IPA XY;BC¤�*
¬4T� SIM ~éê��»;BC�¤}��

• S. sonnei �!-galactosidase ;V�{" !-glucuronidase �

:%³�T¤ �±��õ³�ÜÝ¤J��

• Escherichia hermannii ; ë� CLIG éê»<=àá»J

��

CLIG éêDE; Vibrio spp. W;Yv

• Vibrio spp. ;<=�>vBCDE
�v��âã� NaCl fò� 1%Ò

O�Ý³��

• ��»� V. vulnificus ;<=�
Cellobiose ¤ùÝ»J��A��

��M�í§��

• �;vÃ� CLIG éêDE�Îg[
P³�âã�NaCl ;ðñ�³��
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bactname A LPSN


