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» 33 19

> A.baumannii 3

A.baumannii complex
(A.baumannii , A.calcoaceticus , genomic species 3)




29
(76.3%)

17
(44.7%)

Walk Away (SIEMENS)
Phenix100 (BD)
VITEK2 Compact (SYSMEX bioMérieux)
VITEK2 (SYSMEX bioMérieux)
BD E/NF (BD)

IMViC

Api 32 GN (SYSMEX bioMérieux)

Api 20 E (SYSMEX bioMérieux)

OV 01( )

19 ( 64.3% )
4 ( 10.7% )
4 ( 10.7%

( 14.3%

( 41.2%
4 ( 23.5%
3 ( 17.6%
1 ( 5.8% )
1 ( 5.8% )

1 ( 5.8% )




A.baumannii
A.baumannii/haemolyticus
A.baumannii/calcoaceticus

A.calcoaceticus

Acinetobacter spp.

26 (68.0% )
6 (16.0%)
3(7.9%)
1(2.6%)

1(2.6%)




37 (100% )

37 (100% )




Walk Away (SIEMENS) 18 (50.0%)

3 (8.1%)

VITEC2 (SYSMEX bioMérieux) 6 (16.2%)

Phenix100 (BD) 4 (10.8%)
KB 4 (10.8%)
3 (8.1%)

1 (2.7%)




Neg Comb 6.11J (SIEMENS)
Neg Comb 6.11C (SIEMENS)
Neg Comb 6.11B (SIEMENS)
Neg Comb 6.12J (SIEMENS)
Neg Comb 6.12B (SIEMENS)
Neg Comb 3.12J (SIEMENS)
Neg Comb 3.12C (SIEMENS)
Neg BP Comb 6.23J (SIEMENS)
NMIC/1D-30 (BD)

(SYSMEX bioMérieux)
KB

(BD)
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