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F.solani F.oxysporum F.moniliforme F.nivale




Characteristics of Patients with hematologic cacer and invasive
disseminated fusarial infection
Neutropenia ( <1000/ ) 36 (84)
(< 100/p ) 28  (65)
Culture-documented sites of involvement

Eye 3 (7)
Bone 3 (7)

Symptoms fever (81)
sinusitis (26)
painful skin lesion 6 (14)

pneumonia 6 (14)

Radiologic evidence in lung 36 (84)
Outcome

resolution 13 (30)

death by disseminated infection 30 (70)
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Case report of Fusarium infection

Underlying  Skin

disease lesion Other lesions Treatment Isolate

NO. Age/sex

42/M AML abcessinthe  \wiopi B4 ITCZ  Fusarium solani
muscle

Fusarium

0.6/M AL pneumonia AMPH-B -
moniliforme

AMPH-B + . .
51/M AML None VRCZ Fusarium solani

Liposomal Fusarium
AMPH-B verticilloides

10/F AML None AMPH-B Fusarium sp.

22/M ALL pneumonia

endophthalmitis

56/F ALL :
pheumonia

AMPH-B Fusarium solani

multiple brain

20/F ALL/BMT
abcess

AMPH-B Fusarium sp.

AMPH-B . .
19/M ALL None G-CSF Fusarium solani

Fusarium solani




(Band 0.5%, Seg 24.5%, Lumph 10.5%,
Mono 38.0%, )
RBC 344x 104/u 1, Hb 9.5¢g/dl, Ht 28.4%,
PLT 28.5x 104/p |
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CRIRERL 43019 heplothps
PIRRL + amos haplahne
LPIRERL +37 05 heplatpe
CMERL 45731 heplohos
Fusarium o, MRRL 4 3559 haolo o
Fussrium 3p. MREL 43503 heplohos
Furerium >o. R EL 45542 Feolohos
MARL 45544 haolofeoe
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L4 Fuserium solenl Izclets S797 165 Abosomel .
5 Puzarium eoleni jFolet S 1- 04 18 5 Abos...
= Fuzarium solani isolals 22103 182 dbosom,
MERL 43541 heplothos

Fuzarium o, MREL 43454 haolohos
MAAL 42438 haplotoe

REL + 2400 haplotns

Fusarium 5o, MRRL 45451 hap|oboe
LMARL 45423 hanlohoe
FuzBHUM SR, MREL +8 B7S haplohpe
Fuzprium 3p. FREL 43077 heplohes
Fuzarium 0, MERL 43701 heplotos
FuasHum 3p. MR EL +3700 heplahes
Puzenum 3. FIREL 45555 heplohos
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Fussrium s=olanmi voucher I O27F 1 15 = ribosomal Rds gene, perbed seguencs; inbezrmiad
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Fusarium sp. MIC

CLSI M38A-2




Compromised host B -D
Fusarium

Fusarirum







